1. 选择需要处理的基因名称列表，复制gene ID
[image: ]

2.点击SimpleMine链接
[image: ]

3.根据需要勾选目的条目
[image: ][image: ]
4.将第一步复制的基因名粘贴到框内，点击“query list”
[image: ]
5.另存为txt格式
[image: ]

6.新建Excel文件.XLSX（不要用WPS）,导入txt文件，加载
[image: ][image: ]
7. 导入成功
[bookmark: _GoBack][image: ]
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simplemine_results (1).txt
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Columnl Column2 Column3 Column4 Column5 Columné
Your Input  WormBase Gene ID ' Public Name Biotype Protein Domain Reference UniProt ID  RNAi Ph
K08C9.2 WBGene00010651 | K08C9.2 protein_coding_gene N.A. Q9XUT6 maternz
KO5F1.3 WBGene00019406  acdh-8 protein_coding_gene CE02807 |HMMPANTHER:PTHR43884 | PIRSF:PIRSFO165... Q21243 fat cont:
T22B3.3 WBGene00011911 T22B3.3 protein_coding_gene CE03695|HMMPANTHER:PTHR21513 | PFSCAN:PS50202... Q22660 N.A.
R105.1 WBGene00020084 R105.1 protein_coding_gene CE48270|HMMPANTHER:PTHR18841|PFAM:PF03762]... Q21897 N.A.
KO8F4.5 WBGene00010679 | KO8F4.5 protein_coding_gene N.A. Q21354 N.A.
F31E8.5 WBGene00017955 F31E8.5 protein_coding_gene N.A. Q19938 N.A.
C16A11.7 WBGene00015820 C16A11.7 protein_coding_gene CE34690| HMMPANTHER:PTHR31128 076585 N.A.
F40F9.3 WBGene00009581  F40F9.3 protein_coding_gene CE05852|HMMPANTHER:PTHR31327|SUPERFAMILY:SS... Q20234 N.A.
ZK512.8 WBGene00013987  ZK512.8 protein_coding_gene CE00414|PFAM:PF17360|INTERPRO:IPRO35332 P34646 N.A.
W03D8.9 WBGene00020990  WO03D8.9 protein_coding_gene CE26983|HMMPANTHER:PTHR31176|PIRSF:PIRSF0163... A 045006 N.A.
R10ES.2 WBGene00011214  R10E9.2 protein_coding_gene N.A. Q21910 N.A.
F47D12.7 WBGene00018563 F47D12.7 protein_coding_gene CE01951|HMMPANTHER:PTHR45632 | PFSCAN:PS50097... Q09563 N.A.
WO09C3.6 WBGene00021113  gsp-3 protein_coding_gene CE14754|HMMPANTHER:PTHR11668|PRINTS:PR00114... 1002658 maternz
KO5F1.9 WBGene00019410  KO5F1.9 protein_coding_gene CE02813|HMMPANTHER:PTHR21513 | PFSCAN:PS50202... Q21246 dauer lif
AH6.3 WBGene00007081 AH6.3 protein_coding_gene N.A. Q09202 N.A.
Y47D3A.13  WBGene00012926 Y47D3A.13  protein_coding_gene N.A. Qou2cs N.A.
F32B6.4 WBGene00009321 F32B6.4 protein_coding_gene CE52879|HMMPANTHER:PTHR31128 045432 N.A.
F40H6.1 WBGene00018253  clc-10 protein_coding_gene CE01278|HMMPANTHER:PTHR34151|PFAM:PF06653|l... Q20258 N.A.
T10ES.4 WBGene00020414 T10ES.4 protein_coding_gene CE39771|HMMPANTHER:PTHR36157|PFAM:PF01666|I... 001600 N.A. v
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Column2 Column3 Column4 Column5 ColumnG Column?

Your Input WormBase Gene ID Public Name Biotype

Protein Domain

Reference UniProt ID RNAi Phenotype Observed

K08C9. 2

WBGene00010651

K08C9. 2

protein coding gene

N. A QI9XUT6

maternal sterile

KO5F1. 3 WBGene00019406 acdh—8 protein_coding_gene CE02807 | IMMPANTHER : PTHR43884 | PIRSF : PIRSF016578 | SCANPROSITE : PS00073 | SCANPROSITE : P£Q21243 fat content reduced
T22B3. 3 WBGene00011911 T22B3. 3 protein_coding_gene CE03695 | HMMPANTHER : PTHR21513 | PFSCAN: PS50202 | PFAM: PF00635 | SUPERFAMILY : SSF49354 | IN1Q22660 N. A
R105. 1 WBGene00020084 R105. 1 protein_coding_gene CE48270 | IMMPANTHER : PTHR18841 | PFAM: PF03762 | SUPERFAMILY : SSF51092 | INTERPRO: IPR005515 Q21897 N.A
KO8F4. 5 WBGene00010679 KO8F4. 5 protein coding gene N. A. Q21354 N. A
F31E8. 5 WBGene00017955 F31E8. 5 protein coding gene N. A. Q19938 N. A
C16A11.7 WBGene00015820 C16A11.7 protein_coding_gene CE34690 | HMMPANTHER : PTHR31128 076585 N. A
F40F9. 3 WBGene00009581 F40F9. 3 protein_coding_gene CE05852 | HMMPANTHER : PTHR31327 | SUPERFAMILY : SSF50156 | INTERPRO: IPR036034 | INTERPRO: IPFQ20234 N.A
7ZK512.8 WBGene00013987 7ZK512.8 protein_coding_gene CE00414 | PFAM: PF17360 | INTERPRO: IPR035332 P34646 N. A
WO3D8. 9 WBGene00020990 WO3D8. 9 protein_coding_gene CE26983 | IMMPANTHER : PTHR31176 | PIRSF : PIRSF016383 | PFAM: PF05884 | INTERPRO: IPR008574 045006 N.A
R10E9. 2 WBGene00011214 R10E9. 2 protein coding gene N. A. Q21910 N. A
F47D12.7 WBGene00018563 F47D12.7 protein_coding_gene CE01951 | HMMPANTHER : PTHR45632 | PESCAN: PS50097 | PIRSF: PIRSF037037 | PRINTS : PRO0501 | SMAF Q09563 N.A

W09C3. 6

WBGene00021113

gsp—3

protein coding gene

CE14754 |HMMPANTHER : PTHR11668 | PRINTS : PRO0114 | SCANPROSITE : PS00125 | SMART : SMO0156 | PF£002658

maternal sterile, reduced brood size

KO5F1. 9 WBGene00019410 KO5F1. 9 protein_coding_gene CE02813 | HMMPANTHER : PTHR21513 | PFSCAN: PS50202 | PFAM: PF00635 | SUPERFAMILY : SSF49354 | IN1Q21246 dauer lifespan extended
AH6. 3 WBGene00007081 AH6. 3 protein coding gene N. A. Q09202 N. A
Y47D3A. 13 WBGene00012926 Y47D3A. 13 protein coding gene N. A. Q9U2C8 N. A
F32B6. 4 WBGene00009321 F32B6. 4 protein_coding_gene CE52879 | HMMPANTHER : PTHR31128 045432 N. A
FAOHA 1 WRCanaNNN1RIOKR2 ~1r=10 nratoin cadine ocono CEN197Q | IMMPANTUER - PTHR2A151 | PEAM: PENRAER | TNTERPRN - TPRNNASAS N92NI9/”R N A
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N | GeneID | Gene Name | Phenotype | transcriptone Atlas ptogenic Cell Sub
1 K08C9.2
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Simple Gene Queries
Easy Retrieval of Essential Gene Information

Step 1: Select species of the genes that you will enter (Required) ?
Brugia malayi o
Caenorhabditis brenneri
Caenorhabditis briggsae
Caenorhabditis japonica
Caenorhabditis remanei
Onchocerca volvulus
Pristionchus pacificus
Strongyloides ratti

Any species (slow) v

Step 2: Choose input/output format
@ case insensitive input
O case sensitive input

O display results in HTML format 4%
@ download results as a tab-delimited file? S /otxti&z

O merge duplicate gene entries in results
@ keep duplicate gene entries in results
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Step 4: Query | all genes in this species Ior
Enter or uplogd a list of gene names here (one gene per line)

K08C9.2
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